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4 <110> APPLICANT: Naparstek, Yaakov 

5 Ulmansky, Rina 

6 Kashi, Yechezkel 

8 <120> TITLE OF INVENTION: NOVEL AMINO ACID SEQUENCES , DNA ENCODING 

9 THE AMINO ACID SEQUENCES, ANTIBODIES DIRECTED AGAINST SUCH 
10 SEQUENCES AND . THE DIFFERENT USES THEREOF 

13 <130> FILE REFERENCE: 13125-002001 

15 <140> CURRENT APPLICATION NUMBER: 09/847, 637B 

16 <141> CURRENT FILING DATE: 2001-05-02 

18 <150> PRIOR APPLICATION NUMBER: PCT/IL99/00595 

19 <151> PRIOR FILING DATE: 1999-11-04 

21 <150> PRIOR APPLICATION NUMBER: 60/107,213 

22 <151> PRIOR FILING DATE: 1998-11-05 
24 <160> NUMBER OF SEQ ID NOS : 9 

26 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

28 <210> SEQ ID NO: 1 

29 <211> LENGTH: 22 

30 <212> TYPE: PRT 

31 <213> ORGANISM: Mycobacterium tuberculosis 

33 <400> SEQUENCE: 1 

34 Gly Pro Lys Gly Arg Asn Val Val Leu Glu Lys Lys Trp Gly Ala Pro 

35 1 5 10 15 

36 Thr lie Thr Asn Asp Gly 

37 20 

39 <210> SEQ ID NO: 2 

40 <211> LENGTH: 16 

41 <212> TYPE: PRT 

42 <213> ORGANISM: Mycobacterium tuberculosis 

44 <400> SEQUENCE: 2 ■ 

45 Gly Pro Lys Gly Arg Asn Val Val Leu Glu Lys Lys Trp Gly Ala Pro 

46 1 5 10 15 

48 <210> SEQ ID NO: 3 

49 <211> LENGTH: 16 

50 <212> TYPE: PRT 

51 <213> ORGANISM: Mycobacterium tuberculosis 

53 <400> SEQUENCE: 3 

54 Val Val Leu Glu Lys Lys Trp Gly Ala Pro Thr lie Thr Asn Asp Gly 

55 1 5 10 15 

57 <210> SEQ ID NO: 4 

58 <211> LENGTH: 20 

59 <212> TYPE: PRT 

60 <213> ORGANISM: Homo sapiens 
62 <400> SEQUENCE: 4 
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68 <210> SEQ ID 


» NO: 


5 
























69 <211> LENGTH 


:: 67 
























70 <212> TYPE: 


DNA 


























71 <213> ORGANISM: 


Homo sapiens 




















73 <400> SEQUENCE: 


5 
























74 gccgccatgg gaccaaaggg acgcaacgtg 


gtactagaga 


agaaatgggg cgcgccgtag 


75 ctcgaga 






























77 <210> SEQ ID 


• NO: 


6 
























78 <211> LENGTH 


: 540 
























79 <212> TYPE: 


PRT 


























80 <213> ORGANISM: 


Mycobacterium tuberculosis 












82 <400> SEQUENCE: 


6 
























83 Met 


Ala 
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Val 
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Val 
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Ala 
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Val 
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Leu 


Arg 
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Val 
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Ala 


Gly 


Ala 


Asn 


Pro 
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Gly 
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Val 
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Glu 


98 
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99 Thr 
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Lys 


Gly 


Ala 


Lys 


Glu 


Val 


Glu 


Thr 
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100 
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He 
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Val 
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Glu 
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Val 


He 


Thr 


Val 


Glu 


104 








165 
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Leu 


Gin 
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Glu 
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Glu 


Gly 
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180 










185 










190 






107 Phe 
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He 
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Gly 
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Phe 
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Glu 
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108 
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Glu 
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Val 


Leu 


Glu 
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Pro 


Tyr 


He 


Leu 


Leu 


Val 
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Ser 


Lys 


110 


210 










215 
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Val 


Lys 


Asp 
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Lys 
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112 225 
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He 


He 
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Lys 


122 


305 
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Val 


Val 
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Lys 


Asp 


Glu 
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He 
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Asp 


124 










325 










330 










335 




125 


Thr 


Asp 


Ala 


He 


Ala 


Gly 
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Val 
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He 
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Gin 


Glu 


He 


Glu 


126 








340 










345 










350 






127 


Asn 


Ser 


Asp 


Ser 


Asp 


Tyr 


Asp 


Arcr 


Glu 


Lys 


Leu 


Gin 


Glu 


Arg 


Leu 


Ala 


128 






355 










360 










365 








129 


Lys 


Leu 


Ala 


Glv 


Gly Val 


Ala 


Val 


He 


Lys 


Ala 


Glv 


Ala 


Ala 


Thr 


Glu 


130 




370 










375 










380 










111 

X J J. 


Va 1 

v a. j. 


Glu 


Leu 


Lvs 


Glu 


Arg 


Lvs 


His 


Arcr 


He 


Glu 
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Ala 


Val 


Ara 


Asn 


132 


385 










390 










395 










400 


133 


Ala 


Lys 


Ala 


Ala 


Val 


Glu 


Glu 


Glv 


He 


Val 


Ala 


Glv 


Glv 


Glv 


Val 


Thr 


134 










405 










410 










415 




135 


Leu 


Leu 
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Ala 


Ala 
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Thr 


Leu 


Asp 


Glu 


Leu 


Lys 


Leu 


Glu 


Glv 


Asp 


136 








420 










425 
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137 


Glu 


Ala 
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Ala 
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Leu 


138 






435 










440 
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139 


Lys 


Gin 


He 


Ala 


Phe 


Asn 
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Gly 


Leu 


Glu 


Pro 


Gly 


Val 


Val 


Ala 




140 




450 










455 










460 










141 


Lys 


Val 


Arg 


Asn 


Leu 
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Ala 


Gly 


His 


Gly Leu 


Asn 


Ala 


Gin 


Thr 


Gly 


142 


465 










470 










475 










480 


143 


Val 
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Gly Val Ala 


Asp 
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Val 
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Val 


144 
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152 <210> SEQ ID NO: 7 

153 <211> LENGTH: 573 

154 <212> TYPE: PRT 

155 <213> ORGANISM: Rattus norvegicus 
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<400> SEQUENCE: 


7 
























158 


Met Leu Arg Leu 


Pro 


Thr 


Val 


Leu 


Arg 


Gin 


Met 


Arg 


Pro 


Val 


Ser 


Arg 


159 
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Thr 
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Ala 
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Val 
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Phe 


161 
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162 


Gly Ala Asp Ala 


Arg 


Ala 


Leu 


Met 


Leu Gin Gly 


Val 


Asp 


Leu 


Leu 


Ala 
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Val 


Thr 


Met 
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Gly 


Arg 
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Val 
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He 
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Glu Gin Ser Trp 
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Val 
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Gly 


Val 


Thr 


Val 
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230 










235 










240 


188 


Asp 


Ala 


Tyr Val 


Leu 


Leu 


Ser 


Glu 


Lys 
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Val 
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Val 
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Lys 


Val 


Gly 


Leu 


Gin 


Val 


Val 


Ala 


Val 


Lys 


Ala 


Pro Gly 


195 




290 










295 










300 










196 


Phe Gly Asp Asn Arg 
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Lys 


Asp 


MPt 
nc u 


Ala 


He 


Ala 


Thr 


197 


305 
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Lys 


Val 


Gly 


Gly 


Thr 


Ser 


Asp. 


Val 


Glu 


Val 


Asn 


Glu 


209 










405 










410 










415 




210 


Lys 


Lys 


Asp 


Arg 


Val 


Thr 


Asp 


Ala 


Leu 


Asn 


Ala 


Thr 


Arg 


Ala 


Ala 


Val 


211 








420 










425 










430 






212 


Glu Glu Gly 


He 


Val 


Leu 


Gly 


Gly 


Gly 


Cys 


Ala 


Leu 


Leu 


Arg 


Cys 


He 


213 






435 










440 










445 








214 


Pro 


Ala 


Leu 


Asp 


Ser 


Leu 


Lys 


Pro 


Ala 


Asn 


Glu 


Asp 


Gin 


Lys 


He Gly 


215 




450 










455 










460 












file://C:\Crf3\Outhold\VsrI847637B.htm 



4/18/02 



t 



Page 5 of 7 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/847, 637B 



DATE: 04/18/2002 
TIME: 14:49:13 



Input Set : 
Output Set: 



A:\13125-002001.txt 
N:\CRF3\04182002\I847637B.raw 



216 


lie 


Glu 


He 


He 


LVS 

X 


Ara 


Ala 


Leu 


LVS 

J; ^ 


He 


Pro 


Ala 


Met 


Thr 


He 


Ala 


217 


465 










470 










475 










480 


218 


Lys 


Asn 


Ala Gly 


Val 


Glu 


Gly 


Ser 


Leu 


He 


Val 


Glu 


Lys 


He 


Leu 


Gin 


219 










485 










490 










495 




220 


Ser 


Ser 


Ser 


Glu 


Val 


Gly 


Tvr 


Asp 


Ala 


Met 


Leu 


Gly 


ASP 


Phe 


Val 


Asn 


221 








500 










505 










510 






222 


Met 


Val 


Glu 
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<210> SEQ ID NO; 


: 8 
























232 


<211> LENGTH: 573 
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<212> TYPE: 


PRT 
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<213> ORGANISM: 


Homo sapiens 
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<400> SEQUENCE: 
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